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Epidemic of norovirus in Osaka City, Japan during the 2014-2015 season
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Abstract

During the period from September 2014 to June 2015 (2014-2015 season), norovirus was detected as the
cause of 89 gastroenteritis outbreaks (76.1%) in Osaka City, Japan. The most common genotype in that season
was GlI.3 (44.9%), followed by G11.17 (30.3 %), which was rare genotype. The incidences of GII.3 outbreaks
and GI1.17 outbreaks were highest during September-December 2014, and January-March 2015, respectively.
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