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Epidemic of norovirus in Osaka City, Japan during the 2012-2013 season

Nobuhiro IRITANI, Atsushi KAIDA, Niichiro ABE, Seiji P YAMAMOTO,
Hideyuki KUBO, Yuki HIRAI, Kaoru GOTO, Atsushi HASE

Abstract

In 2012—2013 season, norovirus (NV) infections remarkably increased in Japan including Osaka City.
From the genotyping of NV strains in Osaka City, between April 2012 and March 2013, GII.4 genotype
strains were detected in 89.0% of NV—positive outbreaks. Furthermore, these GII.4 strains were classified
into three subtypes (Den_Haag 2006b, New_Orleans_2009, and Sydney_2012). GII.4 Sydney_ 2012 was
predominant in 2012 —2013 season and genetically different from past epidemic GII.4 strains.

Keywords: Norovirus, Outbreak, GII.4 Sydney_2012, 2012-2013 season
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