H X

RBEHSZER B TERR234EE H5744E, 5~9 (2012)

FRAREENODAVH VX —I(JLRAACE DR

S R, BI LB APRIESE, AL, IR TR B B

Detection of Coxsackievirus A6 from Patients with Hand, Foot and Mouth Disease
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Abstract

Hand, foot and mouth disease (HFMD) is a common childhood illness characterized by vesicular
eruptions on the hands, feet, and mouth. Most HFMD are caused by coxsackievirus A (CA) 16, CA10, or

human enterovirus 71. In Japan, HFMD patients increase annually during summer. Gene amplification

tests for enteroviruses were performed for 58 clinical specimens collected from 30 HFMD, 15 rash, and 4

herpangina patients during May 2011 and August 2011 in Osaka City. Results revealed that 14 specimens

(HFMD, 12; rash, 2) were enterovirus—positive. For genotyping, those strains were analyzed using partial

viral protein (VP1) gene: the 14 specimens were all CA6. Phylogenetic analysis using partial VP1

sequences showed that CA6 strains detected in HFMD patients in Japan 2011 were genetically close, and
that they differed from CAG6 strains detected in Japan during 1994—2004. CAG6 has rarely been detected in
HEMD. Further analyses are necessary to clarify the recent CA6 outbreak in HFMD.
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